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3 <110> APPLICANT: Harms, Jerome S 

4 Splitter, Gary A 

5 Eakle, Kurt A 

6 Bremel, Robert D 

8 <120> TITLE OF INVENTION: INDUCIBLE PROTEIN EXPRESSION SYSTEM 
10 <130> FILE REFERENCE: 960296.00463 

12 <140> CURRENT APPLICATION NUMBER: 10/763 , 976B 

13 <141> CURRENT FILING DATE: 2004-01-23 

15 <150> PRIOR APPLICATION NUMBER: US 60/442,103 

16 <1.51> PRIOR FILING DATE: 2003-01-23 
18 <160> NUMBER OF SEQ ID NOS : 29 

20 <170> SOFTWARE: Patentln version 3.3 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 480 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Artificial 

27 <220> FEATURE: 

28 <223> OTHER INFORMATION: Engineered sequence from virus and plasmid 

31 <220> FEATURE: 

32 <221> NAME/KEY: promoter 

33 <222> LOCATION: (87) . . (432) 

34 <22 3> OTHER INFORMATION: BLV promoter 

36 <400> SEQUENCE: 1 

37 gaaaccagca gcggctatcc gcgcatccat gcccccgaac 
3 9 atggccgctt tggtcgaggc ggatcctagc agaaaaataa 
41 ttacaactgc tagaaaatga atggctctcc cgcctttttt 
43 aaagatcatg ccgacctagg cgccgccacc gccccgtaaa 
45 ccagaaaagc tggtgacggc agctggtggc tagaatcccc 
47 ttcccgaaaa atccacaccc tgagctgctg acctcacctg 
49 cggccctgtc gagttagcgg caccagaagc gttcttctcc 
51 ctcggtcctg cctcgagaag cttgttatca caagtttgta 

54 <210> SEQ ID NO: 2 

55 <211> LENGTH: 929 

56 <212> TYPE: DNA 

57 <213> ORGANISM: Bovine leukemia virus 

60 <220> FEATURE: 

61 <221> NAME/KEY: CDS 

62 <222> LOCATION: (1)..(927) 

64 <400> SEQUENCE: 2 

65 atg gca agt gtt gtt ggt tgg ggg ccc cac tct 

66 Met Ala Ser Val Val Gly Trp Gly Pro His Ser 

67 1 5 10 
69 gcc ctg gtt ttg tec aat gac gtc acc ate gat 



tgcaggagtg gggaggcacg 60 

gacttgattc ccccttaaaa 120 

gagggggaat catttgtatg 180 

ccagacagag aegtcagctg 240 

gtacctcccc aacttcccct 300 

ctgataaatt aataaaatgc 360 

tgagaccctc gtgetcaget 420 

caaaaaagct gaacgagaaa 480 



eta cat gcc tgc ccg 48 
Leu His Ala Cys Pro 
15 

gcc tgg tgc ccc etc 96 
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cac 


tea 


acc 


72 0 


one 


vai 


inr 


Leu 


Thr 


Ala Trp 


Gin Asn Gly 


Leu 


Lieu 


Pro 


Pne 


HIS 


Ser 


Tnr 






o o c 










230 










235 










240 




o n q 


etc 


ace 


act 


cca 


ggc 


ctt 


att 


tgg 


aca 


ttt 


acc 


gat 


ggc 


acg 


cct 


atg 


768 


"2 n o 


Leu 


inr 


Thr 


Pro 


Gly Leu 


He 


Trp 


Thr 


Pne 


Thr 


ASp 


Gly 


Thr 


Pro 


Met 




JlU 










245 










250 










255 










tec 


ggg 


ccc 


tgc 


cct 


aaa 


gat 


ggc 


cag 


cca 


tct 


tta 


gta 


eta 


cag 


816 


TIT 


lie 


Ser 


vjiy 


Pro 


Cys 


Pro 


Lys Asp 


Gly 


Liin 


Pro 


Ser 


Leu 


Val 


Leu 


Gin 




3 14 








0 a c\ 
260 










265 










270 










4- _ _ 
tec 


tec 


tec 


ttt 


ata 


ttt 


cac 


aaa 


ttt 


caa 


acc 


aag 


gee 


tac 


cac 


ccc 


864 


-Jin 


Ser 


Ser 


Ser 


pne 


He 


Phe 


His 


Lys 


Phe 


Gin 


Thr 


Lys 


Ala 


Tyr 


His 


Pro 




318 






275 










230 










285 










32 0 


tea 


ttt 


eta 


etc 


tea 


cac 


ggc 


etc 


ata 


cag 


tac 


tct 


tec 


ttt 


cat 


aat 


912 


321 


Ser 


Phe 


Leu 


Leu 


Ser 


His 


Gly Leu 


He 


Gin 


Tyr 


Ser 


Ser 


Phe 


His 


Asn 




322 




290 










295 










300 












324 


tta 


cat 


etc 


ctg 


ttt 


gaa 


gaa 


tac 


acc 


aac 


ate 


ccc 


att 


tct 


eta 


ctt 


960 


325 


Leu 


His 


Leu 


Leu 


Phe 


Glu 


Glu 


Tyr 


Thr 


Asn 


He 


Pro 


lie 


Ser 


Leu 


Leu 




326 


305 










310 










315 










320 




TOO 
32 o 


ttt 


aac 


aaa 


aaa 


gag 


gca 


gat 


gac 


aat 


gac 


cat 


gag 


ccc 


caa 


ata 


tec 


1008 


329 


Phe 


Asn 


Lys 


Lys 


Glu 


Ala 


Asp 


Asp Asn 


Asp 


His 


Glu 


Pro 


Gin 


He 


Ser 




Tin 

33 U 










325 










330 










335 






*3 O O 

3 32 


ccc 


ggg 


ggc 


tta 


gag 


cct 


ccc 


agt 


gaa 


aaa 


cat 


ttc 


cgc 


gaa 


aca 


gaa 


1056 


3 3 3 


Pro 


Gly 


Gly 


Leu 


Glu 


Pro 


Pro 


Ser 


Glu 


Lys 


His 


Phe 


Arg 


Glu 


Thr 


Glu 




"3 *3 >1 

334 








340 










345 










350 








33o 


gtc 


tga 






























1062 


TOT 

33 7 


Val 


































J 4 1 


<210> SEQ ID NO: 


: 5 


























342 


<211> LENGTH: 353 


























1 / T 

343 


<212> TYPE: 


PRT 




























344 


<213> ORGANISM: 


Human T- 


-cell lymphotropic virus 


type 1 










<400> SEQUENCE: 


5 


























348 


Met 


Ala 


His 


Phe 


Pro 


Gly 


Phe 


Gly 


Gin 


Ser 


Leu 


Leu 


Phe 


Gly Tyr Pro 




349 


1 








5 










10 










15 






352 


Val 


Tyr 


Val 


Phe 


Gly 


Asp 


Gly 


Asp 


Trp 


Cys 


Pro 


Cys 


Val 


Gin 


He 


Ser 




353 








20 










25 










30 








356 


Gly 


Gly Leu 


Cys 


Ser 


Ala 


Arg 


Leu 


His 


Arg 


His 


Ala 


Leu 


Leu 


Ala 


Thr 




357 






35 










40 










45 










360 


Cys 


Pro 


Glu 


His 


Gin 


He 


Thr 


Trp 


Asp 


Pro 


He 


Asp 


Gly 


Arg 


Val 


He 




361 




50 










55 










60 












364 ' 


Gly 


Ser 


Ala 


Leu 


Gin 


Phe 


Leu 


He 


Pro 


Arg 


Leu 


Pro 


Ser 


Phe 


Pro 


Thr 




365 


65 










70 










75 










80 




368 


Gin 


Arg 


Thr 


Ser 


Lys 


Thr 


Leu 


Lys 


Val 


Leu 


Thr 


Pro 


Pro 


He 


Thr 


His 
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